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Species Gene Symbol Gene ID GenBank Accession Transcript
Human H2AC21 317772 - NM_175065
About the gene

Official Symbol H2AC21

Previous Symbol -

Official Full Name | histone cluster 2 H2A family member b

Synonyms H2AB; HIST2H2AB
Location 1g21.2

Gene Type protein_coding

Uniprot ID QS8IUE6

Pathway/Library Epigenetic Regulators Related Genes Library

Histones are basic nuclear proteins that are responsible for the nucleosome structure of the chromosomal
fiber in eukaryotes. Nucleosomes consist of approximately 146 bp of DNA wrapped around a histone
octamer composed of pairs of each of the four core histones (H2A, H2B, H3, and H4). The chromatin
Gene Summary fiber is further compacted through the interaction of a linker histone, H1, with the DNA between the
nucleosomes to form higher order chromatin structures. This gene is intronless and encodes a
replication-dependent histone that is a member of the histone H2A family. Transcripts from this gene
contain a palindromic termination element.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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